Supplementary Table S1. Clinical sample source: Urine samples from healthy individuals

and DKD patients
Healthy individuals
No. Age
1 48
2 48
3 66
4 56
5 61
6 47
7 50
8 50
9 58
10 48
11 51
12 57
13 62
14 56
15 54
16 56
17 66
18 60
DKD patients
No. Age gender DKD Stage ACR(mg/g) eGFR(ml/min/1.73m?)
1 45 male 1 59.84124621 118.75
2 32 female 1 5563.495391 104.14
3 53 female 1 51.45498783 105.42
4 47 male 1 60.79779917 110.84
5 58 female 1 95.87852495 102.44
6 58 female 1 9.724149602 108.49
7 38 male 1 51.26542751 107.25
8 19 female 1 37.41798942 157.68
9 60 male 1 353.3763441 99.89
10 63 male 1 373.6875522 102.42
11 71 female 1 22.58559019 95.43
12 32 male 1 559.0298851 124.77
13 58 male 1 1144.113031 95.09
14 40 male 1 5.78145154 129.93
15 62 female 1 53.21535893 97.11
16 63 female 1 47.9758794 99.57
17 58 female 1 23.33836207 99.28
18 56 male 1 795.3450817 99.13
19 25 female 1 95.88256149 120.14
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Supplementary Figures
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Supplementary Figure S1. MiR-29b promotes podocyte injury by targeting PGC-1a in
vitro

(A-C) Quantitative data for Figure 3F and Figure 3G. *P < 0.05, **P < 0.01, ***P < 0.001
versus control group (n=3). (D-F) Quantitative data for Figure 3L. *P <0.05, **P < 0.01 versus
control group (n=3). (G-I) Quantitative data for Figure 3M. *P < 0.05, **P < 0.01, ***P <

0.001versus control group; TP < 0.05, 1P <0.01 versus pDel-B-catenin group (n=3).
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Figure S2
Supplementary Figure S2. MiR-29b expression in different conditions
(A) Graphic presentation shows the expression changes of the miR-29b with high-glucose
treatment in MPCS5. *P < 0.05 versus control group (n=3). (B) Graphic presentation shows the
expression changes of the miR-29b with high-glucose treatment in HKCS. *P < 0.05 versus

control group (n=3). (C) Graphic presentation shows the expression changes of the miR-29b



with high-glucose treatment in HUVEC. *P < 0.05 versus control group (n=3). (B) Graphic

presentation shows the expression changes of the miR-29b with high-glucose treatment in

HBZY-1. *P < 0.05 versus control group (n=3). (E-H) Graphic presentation shows the

expression changes of the miR-29b in kidney tissues in different ages of db/db mice. ***P <

0.001 versus db/m group (n=5). (I-J) Graphic presentation shows the expression changes of the

miR-29b in primary tubules in db/db of 20 weeks, ADR of 2 weeks. **P < 0.01 versus control

group (n=5). (K) In situ hybridization shows the expression of miR-29b in db/db mice. (L)

Linear regression shows no correlation between urinary miR-29b and N-gal level in urine (n =

126, DKD I-II stage).
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Supplementary Figure S3. MiR-29b induces cell injury in podocytes but not in tubular

cells

(A) Graphic presentation shows the expression of miR-29b in HKCS transfected with miR-29b
mimic. ***P < (0.001 versus control group (n=3). (B-F) Representative western blot and
quantitative data showing expression of KIM-1, PGC-1a, TOMM20 and COX1 in two groups.
Numbers (1-3) indicate each individual culture in each given group. (G-J) MPC5 were
transfected with miR-29b mimics or negative control (NC) for 24h. Representative western blot
and quantitative data showing expression of Caspase 3, Bax and Parp-1 in two groups. Numbers

(1-3) indicate each individual culture in each given group. *P <0.05, **P < 0.01 versus control



group (n=3). (K-M) MPCS5 were transfected with anti-miR-29b and high glucose treatment for

48h. Representative western blot and quantitative data showing expression of Caspase 3 and

Parp-1 in three groups. Numbers (1-3) indicate each individual culture in each given group.

**P <0.01, ***P < 0.001 versus control group (n=3); TP < 0.05, 1P < 0.001 versus high

glucose group (n=3).
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Supplementary Figure S4. PAS staining and Sirius Red staining

(A-D) Representative images of PAS staining and Sirius Red staining and quantitative data in

different animal models.

anti-miR-29b
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Supplementary Figure S5. Renal function

(A-F) Graphic presentation shows serum creatinine levels (Scr) and blood urea nitrogen (BUN)

in different groups as indicated.



