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Figure S1. Phosphorylation of PCBP2 Ser189 promotes migration and invasion of TNBC cells. a) Scratch
assay was done to show the effect stable cell lines in Figure 3f on cell migration ability. Scale bar, 100 um. ns,
no significance, ***p < 0.001. b) Representative images and the migration capacity of the stable cell lines
shown in Figure 3f were determined through transwell chambers. Scale bar, 100 um. ns, no significance, ***p
< 0.001. ¢) Representative images and invasiveness measurements were performed on the stable cell lines

shown in Figure 3f. Scale bar, 50 um. ns, no significance, ***p< 0.001.
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Figure S2. eEF2K promotes migration and invasion of TNBC cells by phosphorylating PCBP2 Ser189.
a) Scratch assay was done to show the effect stable cell lines in Figure 4d on cell migration ability. Scale bar,
100 pum. ns, no significance, ***p < 0.001. b) Representative images and the migration capacity of the stable
cell lines shown in Figure 4d were determined through transwell chambers. Scale bar, 100 um. ns, no
significance, ***p < 0.001. ¢) Representative images and invasiveness measurements were performed on the

stable cell lines shown in Figure 4d. Scale bar, 50 um. ns, no significance, *p < 0.05, ***p <0.001.



MDA-MB-231 MDA-MB-231 MDA-MB-231 MDA-MB-231 MDA-MB-231
_ 15 15
3 3 g z
= ] H 2 3
2 Q1.0 o < 1.0 o~
= o~ o © m
5 m s i E
= = = g oo =
< @
P Sos H $os e 2
H & k) = 5
o s T Ak
2 & & g M 2
0.0 0.0
O & o o F
&R B R g
Wy
& £ 5,3 \(’
MDA-MB-231 MDA-MB-231 MDA-MB-231 MDA-MB-231
1.5 3 4 1.5
] - -
z ; z,
& 10 22 . N & 10
§ K % m: E . 8 K
] b o ns a2 = aaw T
u I . 2 . % e i
205 Ml ve [ Z1 2 ns 205 2o
k| @ . 51 ns 2
E | |H ) | & L1 ﬂ “ H
0o T T T T T 0 T I| T T T 0 T T T T T 0.0 T T T T T
IS R Ok J &N & O Nk o
S Sl Pl S8 Sl Pl
FELL FEFL FELE FELL
FOgF A EE A F LS
b BT549 BT549 BT549 BT549
_ 20 25
s 2 ns s 2 - 2
< 2 45 * K 5 20 v H
E g ns ns & 2 1.5 ns a
w - ; [T ns =
Q w4 ns [a] —_— 4
= = = o ns =
E o ° s 1.0 °
o 2 = 2 - =
£ 5 05 s 505 <
g & & e 3
0.0 0.0
Y & O & 9
S f\‘&‘r& o g B ,,g-:a A
FEFL FELL
SELS FELES
BT549 BT549
20 2.5 15 1.5 ns
3 - _
> - 5 ns g ° [
f 15 s . E 2.0 - 2 H ns l
b ns NS e 8 z s T 10 510 ns
g o 1 [ e .
m 1.0 L] o = L]
[ 2 10 ﬂ o s
g £ ns . 205 2 2 o0s 1
Z 05 2 os - kS 5
ﬁ el follafall @
s v
oo AL L ool LI LLEAL ool LLLILITIL
& W ¥ o R & O & *
& fi‘ﬁq 3 Q"ﬂ? S g P S 'ﬁ-ﬂ ' Q“ﬂ’
S gV S S & &V S S
& FEE & & &4 & FEE
& F L & &S & E S
HCC1806 HCC1806 HCC1806 HCC1806 HCC1806
8 15 20
K] 2 3 3 B n 5
H g ]
56 2 & 845 3
s w - x
% 4 = = — e s E 10 ns [
o 2 S o0s 2, 2 LN 2
% 2 ns ns s k= T 05 N . ® g
g — 2 & & & o
0 0.0 :
O & & o O & & & & O & & ok
R Lt S8 F R S8 A EFLL Lt
& &ES S LSS A &L F S
F LS F LS FELS FELS
HCC1806 HCC1806
20 20 8
= _ _
H “ ] 2 g
~ 15 ns 315 *ons bg 2
8 ns NS e = 1 P s
< o ® &
m 1.0 O 1.0 ns o4 =
w @
© 2 - 2 g
> £ i 2 E
£ 05 © 0.5 &2 &
s @ e &
4
0.0 0.0 [
O & % O & &
S rﬁﬁ & Q"ﬁk S & o
>l A ) £ & R
& & &L & & & L
& & LS &g

Figure S3. Verification of downstream genes of eEF2K and PCBP2. a-c) qRT-PCR was performed to assess

the mRNA expression of nine genes after transfection NC, sieEF2K-1#, sieEF2K-1#, siPCBP2-1#, siPCBP2-

2# target sequences in MDA-MB-231 (a), BT549 (b), and HCC1806 (¢). B-actin served as the internal

reference gene. ns, no significance, *p < 0.05, **p <0.01, ***p <0.001.
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Figure S4. eEF2K and PCBP2 promote proliferation of TNBC through TNC, ITGB3 and SOXS. a)
Tumors in Figure 6k were photographed. b) Representative images of Ki67 staining of subcutaneous tumor
sections in (a). Scale bar, 50 um. ¢) Tumors in Figure 61 were photographed. d) Representative images of Ki67

staining of subcutaneous tumor sections in (c). Scale bar, 50 um.

Table S1. Target sequences of ShRNAs and siRNAs.

siRNA target sequence

siNC Tsingke

eEF2K siRNA 1# GCUCGAACCAGAAUGUCAA
eEF2K siRNA 2# GCAAACUCCUUCCACUUCA
shRNA target sequence

shNT TTCTCCGAACGTGTCACGT
PCBP2 shRNA 1# GCCATCACTATTGCTGGCATT

PCBP2 shRNA 2# CCATGATCCATCTGTGTAGTT




