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Supplementary Figures 

Supplementary Figure 1 

 

Figure S1 PA partially induces apoptosis in NSCLC cells. (A-B) Flow cytometry was applied to detect 

the effect of PA on the apoptosis of NSCLC cell lines A549 and H1299. 
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Supplementary Figure 2 

 
Figure S2 Evaluation of side effects of PA on mice hepatic function. (A) Biochemical analyses of 

hepatic parameters were performed. (B) HE staining was used to observe the effects of PA on the heart, 

liver, spleen, lungs, and kidneys of mice. 

 

 

 

 

 

 

 

 

 

 

 

 

A

B

Heart Liver Speen Lung Kidney

Model

PA-H



Supplementary Figure 3 

 

Figure S3 Molecular docking results of PA with six other potential drug targets. A: HNRNPL, B: 

HPF1, C: RPL26, D: PAFAH1B3, E: RL23A F: ILF3. 
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Supplementary Figure 4 

 

Figure S4 Molecular dynamics simulation and binding free energy analysis results of PA with 

HNRNPL, MPZL1 and HPF1. (A-C) Molecular dynamics simulation results of PA with HNRNPL, 

MPZL1 and HPF1. (D-F) The binding free energy analysis results of PA with HNRNPL, MPZL1 and 

HPF1. 
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Supplementary Figure 5 

 

Figure S5 CETSA experiment verifies the binding effect between PA and MPZL1 or HNRNPL. (A) 

CETSA experiment verifies the binding effect between PA and MPZL1. (B) CETSA experiment 

verifies the binding effect between PA and HNRNPL. 
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Supplementary Figure 6 

 

Figure S6 qPCR and WB detection of the effect of PA on GNAI1 expression in A549 and H1299 cells. 

(A-B) qPCR detection of the effect of PA on GNAI1 mRNA expression in A549 and H1299 cells. (C-

D) WB detection of the effect of PA on the expression of GNAI1 protein in A549 and H1299 cells. 
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Supplementary Figure 7 

 

Figure S7 Predicting protein interactions between GNAI1 and ARRB1 based on the String website. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Supplementary Figure 8 

 

Figure S8 qPCR and WB detection of the effect of PA on ARRB1 expression in A549, H1299, and 

PC-9 cells. (A-C) qPCR detection of the effect of PA on ARRB1 mRNA expression in A549, H1299, 

and PC-9 cells. (D-F) Western blot detection of the effect of PA on ARRB1 protein expression in A549, 

H1299, and PC-9 cells.  
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Supplementary Figure 9 

 

Figure S9 Molecular docking and CETSA experiment results of PA and ARRB1. (A) Molecular 

docking results of PA and ARRB1. (B-C) CETSA experiment verifies the binding of PA to ARRB1 in 

A549, H1299, and PC-9 cells. 
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Supplementary Tables 
Supplementary Table 1 Antibodies for WB analysis 

Antibodies Source Catalog no. 

LC3A/B CST 12741 

Beclin 1 CST 3495 

GNAI1 CST 5290 

MPZL1 Proteintech 29784-1-AP 

HNRNPL Proteintech 18354-1-AP 

ARRB1 CST 12697 

p-JAK2 CST 3776 

JAK2 CST 3230 

p-STAT3 Proteintech 28945-1-AP 

STAT3 Proteintech 51076-2-AP 

p-ERK Proteintech 28733-1-AP 

ERK Proteintech 11257-1-AP 

p-mTOR Proteintech 28879-1-AP 

mTOR Proteintech 28273-1-AP 

p-PI3K CST 17366 

PI3K CST 4292 

p-AKT CST 4060 

AKT CST 9272 

GAPDH CST 2118 

 

 
Supplementary Table 2 Antibodies for IF analysis 

Antibodies Source Catalog no. 

LC3A/B CST 12741 

Beclin 1 Santa Cruz sc-48381 

GNAI1 Santa Cruz sc-13533 

ARRB1 Santa Cruz sc-53780 

 

 

 

 



Supplementary Table 3. The primer sequences for qPCR. 

Gene Primer sequences 

GNAI1 

 

F: 5-ATGCACGCCAACTCTTTGTG-3 

R: 5-AGCTGGTACTCTCGGGATCT-3 

ARRB1 F: 5-CAAAGGGACCCGAGTGTTCA-3 

R: 5-GCAGGTCAGCGTCACATAGA-3 

GAPDH 

 

F: 5-GGTGGTCTCCTCTGACTTCAACA-3 

R: 5-CCAAATTCGTTGTCATACCAGGAAATG-3 

 

 
Supplementary Table 4. The shRNA sequences for GNAI1. 

Gene Target sequence 

shRNA-NC CCUAAGGUUAAGUCGCCCUCG 

shRNA-1 CAGUUUGAAGACCUCAAUAAA 

shRNA-2 CAAACCAAAUGAGUACUUAUA 

shRNA-3 UUAAAGCUGGGCUCUAGUAUA 

 

 
Supplementary Table 5. The shRNA sequences for ARRB1. 

Gene Target sequence 

shRNA-NC UUCUCCGAACGUGUCACGU 

shRNA-1 GAACUGCCCUUCACCCUAAUGUU 

shRNA-2 CGACGUUCUGCAAGGUCUAUU 

shRNA-3 UCUGGAUAAGGAGAUCUAUUA 

 
 


